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<110> Bandman, Olga 

Hillman, Jennifer L. 
Gorgone , Gina 
Guegler, Karl J. 
Corley, Neil c* 
Baughn, Marian R - 

<120> HUMAN CYTOCHROMES 



<130> PF-0557 US 

<160> 6 

<17Q> FastSEQ for Windows 

<210> 1 
<211> 444 
<212> PRT 

*213> HOMO SAPIENS 
<220> 

<223> 008879, HMC1HOT01 



<;400> 1 



Met 


Gly 


Lyg Gly 


Gly 


Asn 


Gin 


Gly 


1 








5 








ser 


Val 


Pro 


Thr 


Phe 


Ser 


Trp 


Glu 








20 










Thr 


Asp 


Ser Gly 


Leu 


Val 


.He 


Asp 






35 










40 


Trp 


Ser 


lie 


Gin 


His 


Pro 


Gly 


Gly 




50 










55 




Gly 


Glu 


Asp 


Ala 


Thr 


Asp 


Ala 


Phe 


65 










70 






Phe 


Val 


Gly Lys 


Phe 


Leu 


Lys 


Pro 










85 








Glu 


Glu 


Pro 


Ser 


Gin 


Asp 


His 


Gly 








100 










Phe 


Arg 


Ala 


Leu 


Arg 


Lys 


Thr 


Ala 






115 










12 0 


Asn 


His 


val 


Phe 


Phe 


Leu 


Leu 


Leu 




130 










135 




Ser 


lie 


Ala 


Trp 


Phe 


Thr 


Val 


Phe 


145 










150 






Thr 


Leu 


lie 


Thr 


Ala 


Phe 


Val 


Leu 










166 








Trp 


Leu 


Gin 


His 


Asp 


Tyr 


Gly 


His 








1B0 










Trp 


Asn 


His 


Leu 


Val 


His 


Lys 


Phe 






195 










200 


Ser 


Ala 


Asn Trp 


Trp 


Asn 


His 


Arg 




210 










215 




Asn 


lie 


Phe 


His 


Lye 


Asp 


Pro 


Asp 


225 










230 






Leu 


Gly 


Glu 


Trp 


Gin 


Pro 


He 


Glu 










245 








Leu 


Pro 


Tyr 


Asn 


His 


Gin 


His 


Glu 








260 










teu 


Leu 


He 


Pro 


Met 


Tyr 


Phe 


Gin 






275 










280 


Val 


His 


Lys 


Asn 


Trp 


Val 


Asp 


Leu 




290 










295 




Arg 


Phe 


Phe 


lie 


Thr 


Tyr 


He 


Pro 



SEQUENCE LISTING 



Version 3.0 



Glu 


Gly Ala 


Ala 


Glu 


Arg 


Glu 


Val 




10 










15 




Glu 


He 


Gin 


Lya 


His 


Asn 


Leu 


Ar 3 


25 










30 






Arg 


Lys 


Val 


Tyr Asn 


He 


Thr 


Lya 










45 








Gin 


Arg Val 


He 


Gly His 


Tyr 


Ala 








60 










Arg 


Ala 


Phe 


His 


Pro Asp 


Leu 


Glu 






75 










50 


Leu 


Leu 


He 


Gly Glu Leu Ala 


Pro 




90 










95 




Lys 


Asn 


ser 


Lys 


He 


Thr 


Glu 


Asp 


105 










110 






Glu 


Asp 


Met 


Asn 


Leu 


Phe 


Lys 


Thr 










125 








Leu 


Ala 


His 


He 


He 


Ala 


Leu 


Glu 








140 










Tyr 


Phe 


Gly 


Asn Gly Trp 


He 


Pro 






155 










ISO 


Ala 


Thr 


Ser 


Gin 


Ala 


Gin Ala 


Gly 




170 










175 




Leu 


Ser 


Val 


Tyr 


Arg 


Lys 


Pro 


Lys 


185 










190 






Val 


He Gly 


His 


Leu 


Lys 


Gly 


Ala 










205 








His 


Phe 


Gin 


His 


His 


Ala 


Lys 


Pro 








220 










Val 


Asn 


Met 


Leu 


His 


Val 


Phe 


Val 






235 










240 


Tyr 


Gly Lys 


Lye 


Lye 


Leu 


Lys 


Tyr 




250 










255 




Tyr 


Phe 


Phe 


Leu 


He 


Gly 


Pro 


Pro 


265 










270 






Tyr 


Gin 


He 


He 


Met 


Thr 


Met 


He 








285 








Ala 


Trp Ala 


val 


Ser 


Tyr 


Tyr 


He 








300 










Phe 


Tyr Gly 


He Leu Gly Ala. 


Leu 
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305 










3 10 








315 










^ *5 Ci 


Leu 


Phe 


Leu 


As XI 


Phe 


lie 


Arg 


Phe 


Leu Glu 


Ser 


Hifl 


Trp 


Phe 


vai 


Trp 










325 






330 










3 J _1 




Val 


Thr 


Gin 


Met 


Asn. 


His 


He 


val 


Met Glu 


He 


Asp 


Gin 


Glu 


Ala 


Tyr 


















345 








350 






Arg Asp 


Trp 


Phe 


Ser 


Ser 


Gin 


Leu 


Thr Ala 


Thr 


Cys 


Asn 


val 


Glu 


Gin 






355 










360 








365 








Ser 


Phe 


Phe 


Asn 


Asp 


Trp 


Phe 


ser 


Gly His 


Leu 


Asn 


Phe 


Gin 


He 


Glu 




370 










375 










His 




He 


Ala 


His 


His 


Lev 


Phe 


Pro 


Thr 


Met 


Pro 


Arg His 


Asn 


Leu 


Lys 


385 










390 








395 










400 


Pro 


Leu 


val 


Lys 


Ser 


Leu 


Cye 


Ala Lys His Gly He Glu Tyr 


Gill 


Glu 








405 








410 










415 




Lys 


Pro 


Leu 


Leu 


Arg 


Ala 


Leu 


Leu 


Asp He 


He 


Arg 


Ser 


Leu 


Lys 


Lys 






420 










42 5 








430 






Ser 


Gly 


Lye 


Leu 


Trp 


Leu 


Asp 


Ala 


Tyr Leu 


His 


Lys 











435 440 



<210> 2 

<211> 286 

<:212> PRT 

<213> HOMO SAPIENS 



<220> 

<223> 2274011, PROSNON01 



<:400> 2 

Men Ala Met Glu Gly Tyr Trp Arg Phe Leu Ala Leu Leu Gly ser Ala 

15 10 15 

Leu Leu Val Gly Phe Leu Ser Val He Phe Ala Leu val Trp Val Leu 

20 25 30 

His Tyr Arg Glu Gly Leu Gly Trp Asp Gly Ser Ala Leu Glu Phe Asn 

35 40 . 45 

Trp His Pro Val Leu Met Val Thr Gly Phe Val Phe He Gin Gly He 

50 55 €0 

Ala He He val Tyr Arg Leu Pro Trp Thr Trp Lye Cys Ser Lys Leu 

65 70 75 SO 

Leu Met Lys Ser He His Ala Gly Leu Asn Ala Val Ala Ala He Leu 

85 90 95 

Ala He He Ser Val Val Ala Val Phe Glu Abu His Asn Val Asn Asn 

100 105 HO 

He Ala Asn Met Tyr Ser Leu Hie Ser Trp Val Gly Leu He Ala Val 

115 120 125 

He Cys Tyr Leu Leu Gin Leu Leu fier Gly Phe Ser Val Phe Leu Leu 

130 135 WO 

pro Trp Ala Pro Leu Ser Leu Arg Ala Phe Leu Met Pro He His Val 
145 150 155 ISO 

Tyr Ser Gly He Val He Phe Gly Thr Val He Ala Thr Ala Leu Met 

165 170 175 

Gly Leu Thr Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala Tyr Ser 

190 185 190 

Thr Phe pro Pro Glu Gly Val Phe Val Asn Thr Leu Gly Leu Leu He 

135 200 205 

Leu val Phe Gly Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp 

210 215 220 

Lys Arg Pro Lys Glu Pro Asn Ser Thr He Leu His Pro Aen Gly Gly 
225 230 235 240 

Thr Glu Gin Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn Asn 

245 250 255 

Met Asp Lys Ser Asp Ser Glu Leu Asn Asn Glu Val Ala Ala Arg Lys 

2€0 265 270 

Arg Asn Leu Ala Leu Asp Glu Ala Gly Gin Axg Ser Thr Met 
275 280 285 



<210> 3 
<211> 3184 
<212> DtfA 



2 
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<213> HOMO SAPIENS 
<220> 

<223> 008B79, HMC1NOT01 
<400> 3 

ctcccgageg caggcgagag ggctggggga gggggcgcgg tgggaggagt aggagaagac 60 

aaaagccgaa agcgaagagg gcccgggetg cacacaccgg ctgggaggca gcegtctgtg 120 

cagcgagcag ccggegcggg gaggccgcag tgcacggggc gtcacagtcg gcaggcagca 16 0 

tggggaaggg agggaaccag ggcgaggggg ccgccgagcg cgaggtgtcg gtgcccacct 240 

tcagctggga ggagattcag aagcataacc tgcgcaccga cagtgggctg gtcattgacc 3 00 

gcaaggttta caacatcacc aaatggtcca tccagcaccc ggggggccag cgggteatcg 360 

ggcactacgc tggagaagat gcaacggatg ecttccgcgc cttccaccct gacctggaat 420 

tcgtgggcaa gttcttgaaa cccctgctga ttggtgaact ggccccggag gagcccagcc 460 

aggaccacgg caagaaetca aagatcactg aggacttccg ggccctgagg aagacggctg 540 

aggacatgaa cctgttcaag accaaccacg tgttcttcct cctcctcctg gcccacatca 600 

tcgccctgga gagcattgca tggttcactg tcttctaett tggcaatggc tggattccta £60 

ccctcatcac ggcctutgtc cfctgctacct ctcaggccca agctggatgg ctgcaacatg 720 

attatggcca cctgtctgcc tacagaaaac ccaagtggaa ccaccttgtc cacaaattcg 780 

tcattggcea cctaaagggt gcctctgcca actggtggaa tcatcgccae ttccagcacc 640 

acgccaagcc taacatctte cacaaggatc ccgatgtgaa catgetgcac gtgtttgttc 900 

tgggcgaatg gcagcccatc gagtacggca agaagaagct gaaatacctg ccctacaatc 960 

accagcagga acacttcttc ctgattgggc cgccgctgct catccccatg tatttccagt 102 0 

accagatcat catgaccatg atcgtccata agaaetgggt ggacctggcc tgggccgfcca 1060 

gctactacat ccggttcttc atcacctaea tccctttcta cggcatcctg ggagccctcc 1140 

ttttcctcaa ceteatcagg tfcectggaga gccactggtt tgtgtgggtc acacagatga 12 00 

atcacatcgt catggagatt gaccaggagg cctaccgtga otggttcagt agccagetga 1260 

cagccacctg caacgtggag cagtccttct tcaacgactg gttcagtgga caccctaact 132 0 

tccagattga gcaccacctc ttccccacca tgccccggca caacttacac aagatcgccc 13 GO 

cgctggtgaa gtctctatgt gccaagcatg gcattgaata ccaggagaag ccgctactga 1440 

gggccctgct ggacatoatc aggtccctga agaagtccgg gaagctgtgg ctggacgcct 15 00 

accttcacaa atgaagccac agcccccggg aeaccgtggg gaaggggtrge aggtggggtg 1560 

atggccagag gaafcgatggg cttttgttct gaggggtgtc cgagaggctg gtgtatgcac 1620 

tgctcacgga ccccatgttg gatctttctc ectttctcct ctcctttttc tctccacatc 1680 

tcccccatag caccctgccc tcatgggacc tgccctccct cagccgtcag ccatcagcca 1740 

tggccctecc agtgcctcct agccccttct tccaaggagc agagaggtgg ccaccggggg 1800 

tggctctgtc ctacctccac tctctgcccc taaagatggg aggagaceag cggtccatgg 1860 

gtcnggcctg tgagtctcce cttgcagcct ggteactagg catcaccccc gctttggttc 1920 

ttcagafcgct cttggggttc ataggggcag gtcctagtcg ggcagggccc ctgaccctgc 198 o 

cggcctggct tcactctccc tgacggctgc cattggtcca ccccttcata gagaggcctg 2040 

ctttgttaca aagctcgggt ctccctcctg cagctcggtt aagtacccga ggcctctctt 2100 

aagatgtcca gggecccagg cccgcgggca cagccagccc aaaccttggg ccccggaaga 2160 

gtcctccacc ccatcactag agtgctctga ccctgggctt tcacgggccc cattccaccg 2220 

cctccccaac ttgagcctgt gaccttggga ccaaaggggg agtccctcgt cccttgtgac 2280 

tcagcagagg cagtggccac gttcagggag gggccggccg gcctggaggc tcagcccacc 2340 

ctccagcttt tcctcagggt gtcctgaggt ccaagattct ggagcaatct gacccttetc 2400 

caaaggccct gttatcagct gggcagtgcc agccaatccc tggccatttg gceecagggg 24 60 

9 ac gtgggcc ctgcaggctg caggagggca ctggagctgg gaggtctcgt cccagccctc 2 520 

cccatctcgg ggctgctgtg tggacggcgc tgcctcaggc actctcctgt ctgaacctgc 2580 

ccttactgtg tttaacctgt tgctccagga tgcattctga taggaggggg cggcagggct 2640 

gggccttgtg acaatctgcc tttcaccaca tggccttgcc tcggtggccc tgactgtcag 2700 

ggagggccag ggaggcagag egggagggag tctcaggagg aggctgccct gaggggctgg 2760 

ggagggggta cctcatgagg accagggtgg agctgagaag aggaggaggt gggggctgga 2 820 

ggtgctggta gctgagggga cgggcaagtg agaggggagg gagggaagtc ctgggaggat 28B0 

cotgagctgc tgttgcagtc taacccacta accagttctt agattcaggg gaagggcagg 2 940 

caccaacaac tcagaatggg ggctttcggg gagggcgcct agtcccccca gctctaagca 3ooq 

gecaggaggg aoctgcatct aagcatctgg gttgccatgg caatggcatg ccccccagct 3 060 

actgtatgcc cccgaccccc gcagaggcag aatgaaccca tagggagctg atcgtaatgt 312 0 

ttatcatgtt acttccccac ccctacactt tttgaaataa aataaggaat tttaaaaaaa 31B0 

aaaa 3184 

<210> 4 

<211> 4296 

<212> DNA 

<213> HOMO SAPIENS 

<;220> 



3 
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<223> 2274011, PROStfONOl 
<400> 4 

cgcaggcgga gacagcccca agaagtcgac gqctcggtcc cgccgcccgg ccactaccca 60 

gagggctgcc gccgcctctc caagttcttg tggcccccgc ggtgcggagt atggggcgct 120 

gatggccatg gagggctact ggcgcttcct ggcgetgctg gggtcggcac tgctggtcgg 180 

cttcctgtcg gtgatcttcg ccctcgtctg ggtcctccac taccgagagg ggcttggctg 240 

ggatgggage gcactagagt ttaactggca cccagtgctc atggtcaccg gcttcgtctt 3 00 

catccagggc atcgccatca tegtctacag actgccgtgg acctggaaat gcageaagct 3 50 

octgatgaaa tccatccatg cagggttaaa tgcagttgct gecattcttg caattatctc 420 

tgtggtggcc gtgtttgaga accaeaafcgt taacaatata gccaatatgt acagtctgca 480 

eagctgggtt ggactgatag ctgtcatatg ctatttgtta cagettcttt caggtttttc 54 o 

agtctttctg cttccatggg ctccgctttc tctccgagca tttctcatgc ccatacatgt 600 

ttattctgga attgtcatct ttggaacagt gattgcaaca gcacfctatgg gattgacaga 660 

gaaactgatt ttttccctga gagatcctgc atacagtaca ttccegccag aaggtgtttt 720 

cgtaaatacg ctcggccttc tgafccccggt gtfccggggcc cteatttttt ggatagtcac 780 

cagaccgcaa tggaaacgtc ctaaggagcc aaattctacc attcttcatc caaatggagg 84 0 

caetgaacag ggagcaagag gttccatgcc agcctactct ggcaacaaca tggacaaatc 900 

agatfccagag ttaaacaatg aagtagcagc aaggaaaaga aacfctagctc tggatgaggc 960 

tgggcagaga fcctaccatgt aaaatgttgt agagatagag ccatataacg tcacgtttea 1020 

aaactagctc tacagttttg cttctcctat fcagccatatg ataattgggc tatgtagtat 1080 

caatatttac tttaatcaca aaggatggtt tcttgaaata atttgtattg attgaggcct 1140 

afcgaactgac etgaattgga aaggatgtga fctaatataaa taatagcaga fcataaattgfc 12 00 

ggttatgtta cctttatctt gttgaggacc acaacattag cacggtgcct tgtgcagaat 1260 

agatactcaa tatgtgaata tgtgtctact agtagttaat tggataaact ggcagcatcc 1320 

cnggcctgtt gtcatgcagt cattccctgt fcaattctggg agacaatgat ttcacaacta 13 80 

gagggaagea gtcctaaaag tttaaaatcc gataaggaat atctgggaca gggtttagat 1440 

catgactcfca caeagatacc atgatgagag tatattaaag aaatttagga aagcacetgg 1500 

ttcctttctc cccatgcctg ccttctgetc cctccccagc tggtttgggc tcaaattgtc 1560 

cctggagact agggtttatg ttagggtatt gatagattag agcaggtggt tgaagagatc 162 0 

ttctctggtc agacttggaa gaatttecaa aactgaagtt agccccaaga cttccctagg 16B0 

gttgatgtac tttatgatcc agatgctaaa cttcttagat tgaaaatatg cttcaacact 174 0 

taagtagcat acactgccct acaaacctca gagagcactfc ttceccaagt tcttgttttt 18 00 

atttttgaaa gtactcacac agcacttact atgctccaaa cactcctcta agcactttac i860 

acatattage tcattcagte cccagacaga cgggatgaag taggtattgt tactgttccc 1920 

attttaeagg tgagagattt gaagcctggg gaggctagta actcacccca aggtcacacg 1380 

gctcatacat ggtgggactg agactcagat gcaggeagtc tggcacctca gtctggattc 2 040 

taaccatttc actaagctat ttttgtcttg tactactttg acccacccct gaataaacct 2100 

caafctgctgg agtggggtgt agttattaaa gggatgcttt ttaccttttg ctgtttgctg 2160 

tggcagattc cccagataac caaggaaaag gggccaccca tacctggaaa taggccatag 222 0 

ggcccctact actgecaaca agecatggcrc taccttgaca cttgtttgat cttaaaattg 22 GO 

tgtcttggta acaaaagatt tggacaggca tacctgtagc tttcaagtta attaattgca 2 34 0 

atattttttt cttcaggatt ttagctgctg aacaactttc agtttggagc taaaagagac 2400 

ctgtctcatg gtctgccctt ccctggggca atagctaggg tctttcctga cttttatgga 2460 

atttcagggg atattttgag ctttgggttc tcagtagtga attgagacct ggaggtgact 2 52 0 

tttcatgttt ggagtatcat ctctgtctgg gatctgggct gacaaattaa aacctagagt 258 0 

agtgcttatg ctgaaatgat acttttcatt ttttggttga tttttttgcc ttcccttcaa 264 0 

ttttaaactg aagcatttta atgtgggtag aaactctaca ccaaatacac taaacatttt 2700 

ggtgcttagt ggatttctct ttaggtaact ggcacttact tccaaagact gaatacaagc 2 760 

cacactccat catatccctt aaacttcatg aaaaaccatt caagatcccc ttgctgcaac 2 820 

actgttctct tcttctctae taaattctat ttccaaaatt ggtaatagag ccagaaggac 2flao 

ccccagtaoc cagccctctg cctggcacaa agtggtagca caattaaatt cagtatgggt 294 0 

ggagcatggt acagtcttgg tgecatagaa ggagtagttg catagtcaca catcatttga 3000 

taagttggat gttccattac atagaggaac acaaaattcc agggtctttg gaggaaggga 3 060 

ttagatagbg actaagccgc cagaattgag gtggccattc ctttttgtat aggctaagaa 312 0 

acaggttatc agtgaaaagt taattatggc tttggcacta gaatagcact gttgcaaagt 3180 

atttaagcac cccccatctc agccccttat tttacctttc atgtgggcta atgtgaggat 3240 

aatcttacag atattatagg aatttctttt ctatctttat gaaaacaacg tatataaaat 33Q0 

atatctagaa aacctttgtt tgagactctt atttaatggg cttttgattc taatgataat 3360 

tgtaccttta tctttcaaaa gotgatattt cctacctaag catctcccga gaaaaatato 3420 

tcattaaaaa gcccataaat aataggggag aagaaagcct taggtatcaa ttccaaaaca 34 60 

gtgattgaaa tttcccaaaa taattatggc tcctgtcato tccagagata atctggcttg 3540 

gtttacccca taatctaatt tcagaaaaga aagctttatt ttaacactca tctgaatcaa 3 600 

cattaaagcc ttttctctca aagcgtttat tgagaaactc aaatgaatat actttttgaa 3660 

ttactgtcat caaaagtgta cggcttcctg tgctgcttgt gtcaaatgga acctgccctc 3 720 

taaagcactt tctttccttt acttgcatgg tttcatgtaa gctgtgctgt ttagaaacaa 3780 

catctcagac tttacaaaga aacgacaaag aaggcaattg cactttttaa gggaratcga 384 0 
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caagcagttt ctgttttcta aaggacaaaa tacagagtgt; gtgtcatttt taattag&tt 
ctttcccctg ctgagttgga aattccagtg cagcactgat tgaccacagt tgccaatcta 
aaagcacaaa gacagaagta aagctttatg ctaattttat ttcaatatga tagaaaattt 
atcttggtat gtcctttttt agataactcc agcaggaaae tgtaactgct atgtctttag 
gaaaatgtag aagaaagaac attattattc tttaattcct acaaggtact cgaaaacctt 
aagtgaaaaa gatttctatc tttttatctt agcgcattna tggaaaaaat attaactatc 
ctgaatattt tataattttg taggaaaaat atgcatctat tttttcttga cttcttttat 
atagtaataa aagttatttt ggaagctcaa aaaaaaaa 

<2XQ> 5 
<211> 456 
<212> PRT 

<213> HELIANTHaS AMNUUS 
<220> 

*223> 1040729, GenBank 







5 




















Met 


Val 


Ser 


Pro 


Ser 


He 


Glu Val Leu 


Asn 


Ser 


He 


Ala 


Asp 


Gly Lys 


1 








5 






10 










15 


Lye 


Tyr 


He 


Thr 


Ser 


Lys 


Glu Leu Lys 


Lya 


His 


A£n 


Asn 


Pro 


Asn Asp 




20 






25 










30 




Leu 


Trp 


He 
35 


Ser 


He 


Leu 


Gly Lys val 

40 


Tyr 


Asn 


val 


Thr 
45 


Glu 


Trp Ala 


Lys 


Glu 


His 


Pro 


Gly 


Gly 


ABp Ala Pro 


Leu 


He 


Asn 


Leu 


Ala 


Gly Gin 


50 










55 






60 








Asp 


val 


Thr 


Asp 


Ala 


Phe 


He Ala Phe 


His 


Pro Gly Thr Ala 


Trp Lys 












70 






75 








80 


His 


Leu 


A&p 


Lya 


Leu 


Phe 


Thr Gly Tyr 


His 


Leu 


Lya 


Asp 


Tyr 


Gin Val 






85 






90 










95 


Ser 


ABp 


He 


Ser 


Arg 


Asp 


Tyr Arg Lya 


Leu 


Ala 


Ser 


GlU 


Phe 


Ala Lye 






100 






105 










HO 




Ala 


Gly 


Met 


Phe 


Glu 


Lys 


Lye Gly His 


Gly 


val 


He 


Tyr 


Ser 


Leu Cys 




115 








120 








125 






Plie 


Val 


Ser 


Leu 


Leu 


Leu 


Ser Ala Cys 


Val 


Tyr Gly Val 


Leu 


Tyr Ser 




130 










135 






140 








Gly 


Ser 


Phe 


Trp 


He 


His 


Met Leu ser 


Gly 


Ala 


He 


Leu Gly Leu Ala 


145 








150 






155 








160 


Trp 


Met 


Gin 


He 


Ala 


Tyr 


Leu Gly His 


Asp 


Ala 


Gly His 


Tyr 


Gin Met 








165 






170 










175 


Met 


Ala 


Thr 


Arg 
160 


Gly 


Trp 


Asn Lya Phe 
185 


Ala 


Gly 


He 


Phe 


He 
1$0 


Gly Asn 


Cys 


lie 


Thr 


Gly 


He 


Ser 


He Ala Trp 


Trp 


Lys 


Trp 


Thr 


His 


Asn Ala 












200 








205 






His 


His 


He 


Ala 


Cys 


Aflti 


Ser Leu Asp 


Tyr 


Asp 


Pro 


Asp 


Leu 


Gin Hia 




210 








215 






220 








Leu 


Pro 


Men 


Leu 


Ala 


Val 


Ser Ser Lya 


Leu 


Phe 


Asn 


Ser 


He 


Thr Ser 


225 










230 






235 








240 


val 


Phe 


Tyr 


Gly 


Arg 


Gin 


Leu Thr Phe 


Asp 


Pro 


Leu 


Ala 


Arg 


Phe Phe 








245 






250 










255 


Val 


Ser 


Tyr 


Gin 


His 


Tyr 


Leu Tyr Tyr 


Pro 


He 


Met 


Cys 


Val 


Ala Arg 






260 






265 










270 




Val 


Asn 


Leu 
275 


Tyr 


Leu 


Gin 


Thr He Leu 

260 


Leu 


Leu 


He 


Ser 
285 


Lye 


Arg Lys 


Tie 


Pro 


Asp 


Arg 


Gly 


Leu 


Asn He Leu 


Gly 


Thr 


Leu 


He 


Phe 


Trp Thr 




250 














300 








Trp 


Phe 


Pro 


Leu 


Leu 


Val 


Ser Arg Leu 


Pro 


Asn Trp 


Pro Glu Arg Val 


305 










310 






315 








320 


Ala 


Phe 


Val 


Leu 


Val 
325 


Ser 


Phe Cys Val 


Thr 
330 


Gly 


He 


Gin 


His 


He Gin 
335 


Phe 


Thr 


Leu 


A$n 


His 


Phe 


Ser Gly Asp 


Val 


Tyr Val 


Gly Pro Pro Lys 








340 






345 










350 




Gly 


Asp 


Aen 


Trp 


Phe 


Glu 


Lys Gin Thr 


Arg 


Gly Thr 


He 


Asp 


He Ala 




355 








360 








365 






Cys 


Ser 


Ser 


Trp 


Met 


Asp 


Trp Phe Phe 


Gly 


Gly Leu Gin 


Phe 


Gin Leu 



3900 
3960 
4020 
40B0 
4140 
4200 
4260 
4299 



370 



375 



390 
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Glu 


Hie Hie 


Leu 


Phe 


Pro Arg 


Leu 


3 85 








390 




Ser 


Pro lie 


Cys 


Arg 


Glu Leu 


Cys 








405 






Ser 


Leu Ser 


Phe 


Tyr 


Asp Ala 


Asn 






420 








Thr 


Ala Ala 


Leu 


Gln 


Ala Arg 


Asp 




435 








440 


Leu 


Ala Trp 


Glu 


Ala 


Phe Asn 


Thr 




450 






455 






<210> 


6 










<211> 


251 










<212> 


PUT 









<213> HOMO SAPIENS 



<220> 

<223> 1345640, GenBank 





<400> 


6 










Met 


Glu Gly 


Gly 


Ala 


Ala 


Ala 


Ala 


1 






5 








Val 


Ala Phe 


Ser 


Gin 


Leu 


Leu 


Gly 






20 










Ala 


Trp Leu 


Gly 


Leu 


Tyr 


Arg 


Gly 




35 










40 


Gin 


Phe Asn 


Ala 


His 


Pro 


Leu 


Cys 




50 








55 




Gin 


Gly Asn 


Ala 


Leu 


Leu 


Val 


Tyr 


65 








70 






Arg 


Thr Thr 


Lys 


val 


Leu 


His 


Gly 








85 








He 


Ala Leu 


Val 


Gly 


Leu 


Val 


Ala 






100 










Gly 


Tyr Ala 


Asp 


Leu 


Tyr 


Ser 


Leu 




115 










12 0 


Phe 


Val Leu 


Tyr 


Phe 


Val 


Gin 


Trp 




130 








135 




Phe 


Pro Gly 


Ala 


Ser 


Phe 


Ser 


Leu 


145 








150 






He 


Phe Phe 


Gly 


Ala 


Thr 


He 


Phe 








165 








Leu 


Gly Leu 


Lys 


Glu 


Ala 


Leu 


Leu 






1B0 










Ala 


Phe Glu 


Pro 


Glu 


Gly 


Val 


Leu 




195 










200 


Ala 


Cys Phe 


Gly 


Gly 


Ala 


val 


Leu 




210 








215 




Lye 


Arg Pro 


Ser 


Gin 


Ala 


Glu 


Glu 


225 








230 






Thr 


Leu Arg 


Gin 


Gly 


Asp 


Ser 


Pro 








245 









Pro 


Arg 


Cys 
395 


His 


Leu 


Arg 


Ser 


He 

400 


Lys 


Lys 

410 


Tyr 


Asn 


Leu 


pro 


Tyr 
415 


Val 


Val 


Thr 


Thr 


Leu 


Lys 


Thr 


Leu 


Arg 


425 










420 






Leu 


Thr 


Asn 


Pro 


Ala 
445 


Pro 


Gin 


Asn 


His 


Gly 















Thr 


Pro 

10 


Thr 


Ala 


Leu 


pro 


Tyr 
15 


Tyr 


Leu 


Thr 


Leu 


Val 


Ala 


Met 


thr 


Gly 


25 










30 






Gly 


He 


Ala 


Trp 


Glu 
45 


Ser 


Asp 


Leu 


Met 


Val 


He 


Gly Leu 


He 


Phe 


Leu 








60 










Arg 


Val 


Phe 
75 


Arg 


Asn 


Glu 


Ala 


Lys 
30 


Leu 


Leu 
90 


Hie 


He 


Phe 


Ala 


Leu 
95 


Val 


Val 


Phe 


Asp 


Tyr 


His 


Arg 


Lys 


Lys 


105 










HO 






His 


Ser 


Trp 


Cys 


Gly 

125 


He 


Leu 


Val 


Leu 


val 


Gly Phe 


Ser 


Phe 


Phe 


Leu 








140 










Arg 


Ser 


Arg 


Tyr Arg 


Pro 


Gin 


His 






155 










160 


Leu 


Leu 


Pro 


Val 


Gly Thr Ala 


Leu 




170 










175 




Phe 


Asn 


Leu 


Gly Gly Lye 


Tyr 


Ser 


IBS 










190 






Ala 


Asn 


Val 


Leu 


Gly 
205 


Leu 


Leu 


Leu 


Tyr 


He 


Leu 


Thr 
220 


Arg 


Ala 


Asp 


Trp 


Gin 


Ala 


Leu 

235 


ser 


Met 


Asp 


Phe 


Lys 

240 


Gly 


Ser 
250 


Gin 
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